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Figure 1. (A) Baseline chest CT revealed the primary
tumor lesion (red arrow) and pulmonary metastasis (yellow
arrowhead) in right lower lobe. (B, C) PET-CT revealed
multiple lymph node metastases. The primary tumor
showed the high uptake of FDG (SUV max=6.6). (D) A
representative pathological image of adenocarcinoma
showed an acinar growth pattern of atypical epithelial
cells with conspicuous nucleoli (HE staining, X 400).
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Figure 2. Radiological CT images. (A) After 3 cycles of
maintenance therapy with PEM +BEV. The primary tu-
mor increased in size. (B) After drainage of right pleural
effusion. (C) Two months after the initiation of osimertinib,
the primary lesion rapidly shrunk.

V. 7k Cobas T, EGFR #InTZERIIEMTH S 7.
NGS DifiAtA> & EGFR AR MEE Wi L, IRIGHE L
T Osimertinib (80 mg/day) Bl L72. 2 » A2
JESEEATA/S, FETE ) YN E b 2 L PR O EWER)H
%1572 (Figure 2C).
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Highest Variant
Allele Fraction

Alteration % cfDNA or Amp

EGFR T751_1759delinsN 1.1%
(Exon 19 deletion)

TP53 G245S 1.0%
’ ‘ APC L505fs 0.5%
FGFR3 F386L 0.1%

Figure 3. EGFR Exonl9 deletion (T751_1759 delinsN)
was detected by NGS (Guardant360®) in a pre-treatment
liquid biopsy sample. The highest allele fraction was 1.1%.
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REFERENCES
1. I/3Z EGFR Z8M ¥ v b v2.0 i 3CH. https//w
ww.info.pmda.go.jp/tgo/pack/22800EZX00011000_A_01

10/.

2. Thompson JC, Yee SS, Troxel AB, Savitch SL, Fan R,
Balli D, et al. Detection of Therapeutically Targetable
Driver and Resistance Mutations in Lung Cancer Pa-
tients by Next-Generation Sequencing of Cell-Free Cir-
culating Tumor DNA. Clin Cancer Res. 2016;22:5772-5782.

144 Japanese Journal of Lung Cancer—Vol 61, No 2, Apr 20, 2021—www.haigan.gr.jp



