2. MM AR —H—REDFENEIIF I LY I RELEFRE

HAMEFSNMAN-H—-E&RE
EBEICBIDINAAY-D—IRBEOF5|E

2. )\ A AR—HD—RBEDFENEIINFIT LY I RBEFIRE

(2025 £ 4 AET v2.1)

B X
(1) HEUBDICT .ottt ettt b et b et ne st ens 2
(2) FENRRBBBIEICH T BINA AR —H—IRBEDTEN ..o 2
1. DFEEGEREEODINSADEZMAZE (CDX) .o 2
2. E1T - BRIFMARECSITBITILF COXDFILTAUR L.t 3
(3) RIVFOAVINZABERZE (JIVF CDX) DI 4
1. AMOYDX BHENILFIBILET PCR JNTRID .ottt 4
2. NGS BHUMET DT CDX ..ottt ettt ettt b e teeteesaessessebe b e eseeteessassassessesas 6
-1. A>3 > Dx Target Test ¥ILF CDX X7 L (AZARA DXTT) vivvvviviieinnns 7
2-2. FRAO IR RICRIL DX RILF AN A BRI AT L i, 7
2-3. JMERS—OI Y —ZRAVZEBLFERKRRI AT L (MINES) o, 7
(4) DAL I ALATOTFAUDDIRE (CGP) oo 8
1. FoundationOne® CDx h'‘A,4'J Ao’07 71 JL (F1CDx) / FoundationOne® Liquid CDx
BAS I BTOTFZAIV (FLLIQUIACDX) oooveeoooeeeeeeeeeeeeeeeeeeeeeeeeeeeeseeeseseeeeeeessessesseeeesesseesesenes 8
2. OncoGuide™ NCC A>/SRILSRAF L (NCCAZTINRIL) v, 9
B FBDMBD CGP ...ttt ettt et ete st ssesb e b e b e sbeeteeteetbestessensesennas 9
(B) BIDDIC oo 9
BEBITMR ..o 10

BAMEFSNAAN-H-E&R

=F [, K KAE, g BF, Bk &, Al E—, Kk 8%, BK Fh, Al §#
—, BEX &5, it £, &E B, =8 EE, A g, BN RIE, S /H—, SHEs
i



2. M AR —H—REORNEILF T LY ORELFIRE

(1) FUsHIC

JEiEREAE (NSCLC) TIFEED RS /\—BEF
EENEESZN, ELDORSAN\—EGF2ENELTZD
TFEZNBEN S AENRERT 1. 2025 F£4 BIRTE,
xR 1 (CERBUERSAIIN—EEFICHLT, DTFENE
BEENFEGRIN TS, T - BF NSCLC T, #IELE
BRICNSD RSAN-BILTFEEOHFES LU PD-
L1 ORREHRL, TORBCED\WTHIEAREE
TIREEUBE THIL T DD FIRIEREQREZERTD
TENEREINTLS 2. BMHAICHNTE, EGFR ER
ALK Bt EEETF DB ES KU PD-L1 OFEIRIRTITIE O
THlTET - MREIEESMRE ENB KD (TR, FL,
KRICFEEUEEMSD RSAN—BLFEEN LT DIEEE
DHREGEATHED, SBES(CBMIANTBETFIER
BT ENFEEIND.

ek, NSCLC miE(nFa2in(d, B4 DEmLFZ 1D
IOMRAIDE— (S2IILTLYIR) BaFeEZA
WTITHNTWLER, ZEITARNSELFEOEMCHENY,
BHOBGTZRAB AT DINILF I LY IR (RILF)
BnFREMNERERDZ. RIETI(E, NSCLC (CXTD
INA AR —H—EBDORNE, JIIVFELFARE(CDNT
BIER 9 S. 08, BE—EmFIREDFMCDOVTE, &iE
LFOF5|E(CEFEMZzRH LIzOTENENSREINC
L\,

(2) FENREAHE(CH T 3)\ A AR —H—IREDRN

1. DFROERELIINTAZHE (CDx)

1T - BFENSCLC ([CHWTIZE, BRa D FIZNEESR
MEEESN TN, L2 DD FIENEEEZFER I R
[CEOIINZA WA THD. &R11C, 20258 4

xR 1. IFNBREIHE (CX T 20 FARNFEE I/ (\TA IR (2025 4 4 AIRTE)

<LFCDx
T REREE

SI4F=T

A>aRA> | IO R F1 Liquid
Al D: F1 CD: PCI
[ [ [ ] ([ ] [

T1/UREGFR (48 - [M4%)
therascreen EGFR

TLoF=7 [ J

T1/UREGFR (48 - [M4%)
therascreen EGFR

FIrF=I [ ]

T1/UREGFR (48 - [M4%)
therascreen EGFR

EGFR X8 CAZF=D

T1/UREGFR (##)
therascreen EGFR

ASANF=T [ )

[ ) J/CREGFR (4B - M3%)

T T
(EGFR Ex20ins)

Guadant360

TR T
+SEILF=T

J/CREGFR (4B - M3%)

IUVF=T [ ]

~>4&F OptiView

Vysis
EXRT7 A AEP v

wUF=T

57 OptiView
EXRT7 A AEP

ALK MEEET FLOF=T

N>4F OptiView

w
exRko7aoaep |V

JUIF=J

NR>4F OptiView

w
ez ko7roaep |V

oLsF=J

N4 F OptiView
EXRT7 A AEP

DUEF=2)

AmoyDx ROS1

ROS1 M&BEETF IXbLOFZT

AmoyDx ROS1

LRbLOFZT

9I7571=7

BRAF V600E 4 RSHF=T

HERE=2)

MET ex14 skipping FRF=T

IRO>F=T

RET M&BEETF TIANILAFZT

KRAS G12C V52T

therascreen KRAS Guadant360

FSAVART
HER2 2% FNORFH °

Guadant360

IXbLOF=T
NTRK1/2/3 ®&EET i

(BEHHR) _ —
SOokLoF=J




2. M AR —H—REORNEILF T LY ORELFIRE

BREARSN TV DI D FERERELS, Wi g 23320
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2022 £ 1 AICIE, PCR ZFEZAWVWZNILF CDx THD
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1 (CH#EFT - B3FE NSCLC (Cx9 B <JLF CDx &Rz
BREBEOZIIITIVXALZRY. RIORUCED, 1T - B
NSCLC OHIEEEERTIC(E, LI NHDYILF CDX BRU
PD-L1 @ IHC #&& =47V, BRCIEL TEEAHZRE
IR ENKDHEND. INSDTILF CDX ZFELNT7R
IEeH(ClE, MEOZIBEN (CIREERZITORRNS,
B FZMNMZ REICEVLTREADERPERZITO 2L
NEETHD. TNENOREDEDIRNCDNTIE, 3.
INA AR —H—REBE(CHNDRAEEZDEIRV] T2, BAR
RIBEFSMSHERENTWS TS5 AZERRIERBARE
EURVVRE ] *irEmslBaniz.
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EENR—XE U AmoyDx (&, NGS SEZRWTIThN S
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x£3. PTUDADS—DIZREINATVY hFvTFv—3—OT 2 AOFHDLLER

FoTUASS—I IO RE

IMTUY RFrTFo—

ZA> N> Target Test ¥JLFCDx = X7 L

S—DI>RiEk

OncoGuide NCCA> /SRILS A5 A

e 2es ;I/I\ftz A FoundationOne CDx HA4J AZTOT 7L

oo ’)‘%ﬂ‘@#%i@iﬁﬁ?@’z%ﬁﬂéw R Ry bixEz JE—HOEPOREBLFEEVE<D
FRLHECROU—Z2JFBDCANTND | BIFOBENRBEREZF/DDCHENTND

PCRIRIGIC & 31818 »hH AN

BELETNSDNAE KON £DZN

Gene copy humber O BzdcENTES

TR ENEFEBHETEIR0N WE

5 FE TOSR KD FHERL

S—OIDRIS— ENOE 4N ENALYANA

KHDREEETRF S =T RRH]

> — 2T > AAJHE

BUF, NGS ZAWEZYILF CDXx THDA>IAXA>
DXTT, Bt A>T BRIV, MINES (CDWTEREHT
Bd.

2-1. A>3<A > Dx Target Test ¥JILF CDx X
Fh (A>3 1> DXTT)

A>2ARA> DXTT (&, 7>TUADS DTk
Z AUz Hot Spot /AR ARE T D . IEERARZ DNA
ZFALT 46 BT D hot-spot [CDWTDOERDEEZ
RITI DL EBIC, BBIRIARRE RNA ZAUT 21 Bix
FICODWCHBERFZ#ITTD. INSDD5, R1H
KUK 1 [TRUEBEGEFICDULT CDx & U THEREINT
W, A>OXA> DXTT (CKDERMNTIERDIREERF (&
WA ICHEREN, CDx EUTHERET D EGFR BE (I
V> 19 DREZEES KU ITIYV> 21 D L858R ER),
ALK BILFRE, ROS1ELTRE, BRAF V60OE ZR
[CH0R, 2019 £ 10 HO—ZPEEICL DT T790M 25
O EGFR BT OWIRZER (uncommon mutation)h%E
miEnz. E5([CEGFRITUV > 20 MAEE, RETHIE
BT, HER2 ZR, MET TV > 14 FwvE>JICD
WCTEEERESHIEDOHBE L TEBMENTWVS (X1
BXIUH 1), BERZEEE® LOD IR EICDNTIEER 2 D
WBDTHB .

2-2. AT ZIO BRIV Dx IVFIAINZA>
SRS AT A

it A 2> )0 ) CRIUIE, NSCLC (SHHME LTz NGS 3%
ZFULZ CDx T, AP THIFE SN, #BITT DELFZ
N (B2 —)L) (ERIFTHEBURL, +RIR8FET
S RABRT B L TREBERB ESE TN P
FRATIC B 7 DNA 3 LU RNA £(3 10 ng L E& =N,
IEBESEEE(E 5% EMHERESN TS (X 2) . FFPE
RADMIC, HIREZZARIR (C DV T EHEENE S (CHREIR
AEIRE &> TLVD. M2z AV DIEE (S, RIEH
fes2s Ml SIREIREADR Iz £/ U , RIEHE2
i (C kD Bl R LI, R TS Rz
BT 3. HRBSIRARDIZHICIE, GM B &IEN D%EE
EEERIA D DI ESRZ AW, fiET> /(0 MR
JLF, 2023 £ 2 BIC 4 BIZF (EGFR, ALK, ROS1,
MET)(Z,2024 £F 2 B(T(HEBHNT 3 BIETF (BRAF,KRAS,
RET) [CDWTRRER LRSIz (R1BLUK).

2-3. RS —OIT>H—BAWEZELCFERRE
S A7 (MINtS)

MINtS (&, HRBEZIRAZIRE UIeNIVTFELTFRE
SRFAEUTHRIBTHAESN, 2024 F 12 BITEMEI
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=Nz, NSCLC (CX T DD FIENENFT I DEBELT
DIHTEMWRERDZET, BILFHIZDDEI -T2 X
FERED, CNICEDREBEZBLSE TR 2 &
EXFRE CTHERMSNIZRESDRRERYN T S 86K, i
K7 EDFRIIRADMERRIEE T D . HEER U IZilifai& ik
ZH U, —AZAVWZHIREZIRE TR OF = iR
U, B5—FH0BRGZIRHE T D. BH AR SR
NEEL, EBEZBRVLSAEICKEEFRER (RNAlater) &k
MU THEARTF TS 2. FFPE RAGIRETIRETH D, 12
HIRADIEEMIASEEIS(E 10%U L THD Z &N HE
ENTND. REERDREBE N ERFES IR E (3R 2
DEDTIHS. 2025 £F 4 BT, 3 EEF (EGFR, ALK,
BRAF) D& CDXx MRERDTHD, ZDOMD 8 Ein
F (ROS1, MET, RET, KRAS, HER2, NTRK1/2/3) (&
SEFEREUVTHRIEIND (R1BLUHL).

(4) BAS ) L0774 YDKRE (CGP)

NSCLC DEER TRWVWSNBTILFELFIRE (B:F
JSRIUER) (S, RELDIFT 2 DOMEENHSD. 1D
(&, CDx & U TODHFN - BRI ZH N  Raen/zd>
INZAZZUIHEE, 5 1 DEFED/I\ A ATY—H—D
BETEEL, BRHSNTECFREZHRSHNICHEILT
SAEEIR(CDRSFBINAT / LTOT 71U (CGP)
BRETH D, RBRINE SN TV B VILFELFIRERZE, &
550 AFRLEEAOMEZEITD. CGP Dlzhd~Y
IVFELTFRE (BiF/(RILRE) &UTE, 20194
6 AIC F1CDx S KU [OncoGuide NCC A>/\RILS
A7 (NCC A>TV ] MMREER &R Tz, 2D
%2021 £ 8 AB KTV 2023 F 7 A(C(E, MmEERAEZR
Lz F1LiquidCDx 8 KT [Guardant360 CDx M AGEIR
FIFIL] B, ENENRBER SRz, 522023
£ 8 AIC(E [GenMineTOP WAL/ AT OT 74U
AT L] CDOVWTHERBERA LD, MBEOZERIRNE
ADDHD.

NSCLC DEEFRIRAZAVWTRILFEBLFIREZITOH
BOBEREUT, REDARIDRREZEDIHEIH BN
TI&, CDx (& NSCLC Z#rbsh SfERTESH, CGP (&
BREBBEDRTE (5203 T RiAHE) OFERCIRS
Nns. FEREL, ¥/ LARBOSENERCEDZTER
FEEIRES DIRETH DI, T AERDOHN AR

EOBEFIRIC KL DRI, BILIHERICHIG TEDEMEE
BOBEFIROBESHNALRD M BEDEZS, HAY
J ©AEBEPRZISIRRS KU AT AEE SR (C
BNT, ENTBOBPIRIC LIRS (TFR/— MR
V) (CXDBEAHOREZTOIRENHD, CGP (CL
DAT ) AEBDZERRIE, CNSICHAY ) AEEESE
bt MR Tz COHBIREE/RD TLNVD. —A T, B
BEMET (HDWHHETRIAFH) DOEEFIC LT CGP
ZITO IS, JBERICEIETE 284 10% A&
EDIREEH D °, CGP DFERZEVHONTEER(CHEUMT T
TOKHISEDBEENZ D, UTIC, ABTHERSN
BHERMNIL CGP DiFZE TN ENELT.

1. FoundationOne® CDx hA%'/ ALAJ’OT 71
(F1CDx) / FoundationOne® Liquid CDx h'A.%*./
AJOT 74 (FlLiquidCDx)

FICDx (@/\AT VY RFVv TFv—>—DT > k%"
AWERILFERFIRE THD. FICDX (FESHEMAE
DNA %, F1LiquidCDx (dMn#Ed ctDNA (circulating
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